This supporting information includes: (1) The complete set of flow cytometry data for the laboratory strain E. coli (ATCC33456), P. aeruginosa (ATCC27853) and the clinically isolated E. coli (Mu14S) with all the tested antibiotics. (2) 
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All the flow cytometry data presented here were labeled with MH-IR786. For the scatter 2D plots, the pseudocolor plots are the paired-control, the no-antibiotic data, for each antibiotic-strain. The contours are the antibiotic-treated data with the antibiotic concentration indicated otherwise. Figure S1 , from the top to the bottom rows are data of E. coli (ATCC 33456) exposed to tetracycline, erythromycin and azithromycin. Both bactericidal and bacteriostatic antibiotics give gradually increasing scattered light and fluorescence signal shifts from 1/16x MIC to 1x MIC.
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Fluorescence and phase-contrast imaging
For imaging, a 2 µL aliquot of the E. coli sample was placed between two clean glass cover slips (Fisher Scientific). An inverted microscope (Olympus, IX-70) was used with a 100× oil immersion phase-contrast objective (Olympus, NA = 1.35) and CCD camera (Andor, Ixon). Data was collected and processed with Andor Solis software. 
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Figure S5. Antibiotic-induced scatter signal changes in P. aeruginosa. Scatter plots of P. aeruginosa treated with antibiotic from 1/16x MIC to 1x MIC. Actual antibiotic concentrations again correspond to those indicated in the fluorescence histograms for blue, green, and red curves. Scatter changes were most prominent at 1x MIC. The top to the bottom rows show data with ampicillin, norfloxacin, kanamycin, and tetracycline.
